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Objectives 1. Investigation of mole- 2. Characterization of gene expression 3. Characterization of population struc-
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Functional characterization of sequences
by assigning transcripts with fish-specific
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Transcriptomic profiling The ef-
fects of combined temperature and .
CO, treatments will be assessed after l
long-term incubation in several tissues :

of B. saida and G. morhua at the
transcriptomic level. Together with
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Gadus morhua

The composition of different cod popu-
lations will be analyzed through micro-
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