Seasonality of microbial genetic
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High-resolution, automated
microbial time-series

Amplicon and metagenome sequencing
Context with nutrients & oceanography
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Gene count normalised by number of sampled genomes
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rel. prop. of genomes (CLR)

East Greenland Current:
functional variability corresponds to ice cover

Carbohydrates/polyols Miscellaneous metabolisms Spore formation
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Perspectives

 Towards a system-level understanding
of (temporal) ecosystem structuring

* Functional capacities in context of the
Biological Carbon Pump

* Define community indicators for specific
times and conditions

» Baseline for modelling the future
Arctic Ocean microbiome
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